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AGING is a multicausal complex genetically determinated There is a big gap between the molecular data of aging and their THE GOALS
biological process, that leads to gradual decrease in adaptive Implementation in practice mainly because aging data is scarce
capacity of an organism, is accompanied by development of age-  and it gets lost in the stream of bio-medical knowledge. OF THE PROJECT:

related pathologies and inevitably leads to death. As we know only a few databases exist that concern the Systematization of data
Traditionally evaluation of age-related changes is performed molecular aspects of aging and none of them describes 1 on age-related changes

by physiological, functional and psychological tests, by visual age-related changes and phenotype context like cell type or happening on the molecular
examination and some biochemical analyses. tissues. level
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Name: Tissue specificity: all | Data type/intervention: all 52 E D AT A B AS E F U T U R E WO R K,

Age-related process: all ~| Age-related alteration: all | Model/organism: human - |

Disease/lifespan effect: all ~|  Clinical diagnostics: Yyes -] Search I N FO R M ATI 0 N D I R E CTI 0 N S FO R D EVE LO P M E N T:
Gene: APOE EXT RACTI 0 N 1. The database is meant to be an open source in web with

Name: APOE Type: gene/protein Reason for selection: longevity association possibility of external additions after expert edition.
Synonyms: LDLCQ5, LPG, MGC1571, AD2  Approved name: apolipoprotein E  Gene map locus: 19q13.2 Free web access and the possibility of external additions after

Close partner: A2\, LRP2, LRP8, MART, NEFM, PLTP Cellular localization: extracellular L|ST OF TYP'CAL QUER'ES TO THE moderation by an expert
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Our project is at the initial stage of development. Any suggestions and collaborations are welcome!!!




